Figure S3. Comparison of the average amino acid composition in HRAM r0 motifs and r1/r2 motifs
For the listed amino acids, the ratio of the r0-motif amino acid composition over the r1/r2 composition is given. Enrichments in r0 compared to r1/r2 with ratios above 1.66 are marked with black brackets, depletions with ratios below 0.66 are marked with grey brackets. Sequence logos defining subfamilies of HET-s-related motifs from fungal NLR proteins obtained at PAM130 are given. The logos were generated for five most numerous groups (including 88 out of 95 motifs).
